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and Hirano, T.:Shining the light: the mechanism of the bioluminescence reaction of 
15 calcium-binding photoproteins. (1996) Chemistry & Biology, 3, 337-347 ftif) % &b\Z.Z\ 
<0 g %$Hk*mMLtc Renilla )W7*7— if ^U^U-ygftg 6 jCiSl^Ste-T- 

mzn. Ass?*.?*-* mmc(m%m^m v ^xmm^m.^^K^^m^ 

^?^i-ZX&tfto<btlX^Z>(%:m'&ff%i 5976796 -§-^^1^098/14605)0 
Renilla ;ViS7=.J~ » Renilla reniformis 59>ibiltSS£tbfcl£iSf T*fc5 0 ^S^Sf 
20 l#*^#&TT^?tS«-fe^X7^0^b^«M^^UT, 478nm<7»^g 
«ftW?#£7t££f&-f5o U>>bg»T*te Renilla reniformis ^K^ft-fS^y 
-^TtMeK^^V^-^^SL/c 510nm ^^S^-fSlife^v' 
7M"5 0 Renilla ;^^a:7-^fOite^}i|!E^C^P-Wb$J^^ -eUTcDNA ttJl^F- 

<D&[zm&\Z&(£lrZ>Wi&frhZ> 0 Aequorea Wctoria s^)li^£;ftfc;? r y- 

* Wtfo-^teft, ^©cDNA fi«F^-C^mi-Stffiia^^gt-fr-f 
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&-t-6^<b(i*^ 0 £fc, Renilla If (D^3feSKM]laMt^^^<^ 

MttfPsS^S^A' Vargula hilgendorfii ^^OifiM Cypridina noctiluca fi# 
tf^lSftSff Cypridina fri/y^y^bRj&LX 460nra <D#&tf)ft£3§ 
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glial*, pcRmz-xmrn^tc^^m^mm^B^fyiuc) mgmn&ik?t 

m 6 llfef (EYFP) «H»J&f§mffl^*-pEF-BOStc:}f ALfc38ft£ft 
5 * (Vluc) £3? USStfe^ftg 6 fCAfc^ (EYFP) ©&#i£3fefiteg 6 IT. 

H2r±, • ftfttt&s e st (viuc -eyfp) sr^c AtfctBfl&rtxvaia^ 

#«&§l(Vluc-EYFP), &£WM(M\ic-EYFP) <D%ft1k%M£W&W 

io H4«:, m^^^m^mm cviuc) ws^^s^® 6«(viuc-eyfp) 

uc-EYFP©«3t, 3)EYFP0^3t 

15 met*, ^ft^-m^aeWiSk^fc^/iS*^ — WK&tf Atfcfcs©^ 
25 -is^ieim 
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ho 

15 (l) GHIffla^M/af-JBM 6 JC) - (^/i^-g&g S R) ; 

est, 
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97. Etftgejfi&SGFP, YFP, BFP, CFP, DsRED tLtc\-SKFPX*h&l%6\Z&M.<D 

9ll. «lO^|B«©^^-|cJ:o-C^IC«g*S*i^Jt«ift#. 
10 Ko^5t*& 0 

915. «rt{c^{t5jt^^^M1-^m#i^^ S3fto4Hl!«:M«i-SINK 

916. M%m&mK BW##llc*S*t5#y^i^KE?iJSr^tf^ 914^15© 

^P>JfcW$ji5^/^- (fl*tfft:**/i''¥-fci?) i^^-g^gaSC 
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<«^— ' <7Wfc:*5*t5#WK wm\z£z>@mm tt<&k%$&t<o 9 s7 

20 T^Mll 3I&5-100R &£L<f3:6~5 0*11, i9»*U<tt6 
~201@, #^6~15ffi-efe5 0 '^"f- Ktt, -5:<D^J»f(-<t 9^/1' 
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— t^f- Km$iJK»t(f«Mfc**Af tiff , **7S&jt<0»3&&sJ:«> 

ffi?fl##4 tej5*$;h,3 4 0lStf>7 5 /Bb&»fcfc.5E?!l (*^— <zff- KBJH 
1) -c*s. 

10 f&£>^~* — Kitttt, 7*p*y^^*PCitcJ:0 ROC5|5«MII 
^Wf$*b#S^SeSOl»^iB5!l"CifeSSEQKQLQKRFGGFTGG 

15 *%w%tmmvx^z>o 

LV\ ?c&©#y ^7°^ K*fctt*©»#E?lJ£ j e=*--'<7*^ Kt 
1"* yi^$E»*H4 («fH^tf7*n-fey'>^^»* (PCI, PC2, 7y 

-?vt7V—J*, ^T'fvy, hoyt'y/iif) 7° n-r 7 -i-f 

*W»#H:*5V>r, £*W53feS&«i:LTWu 7S#*/K t^K^t% 
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5 IS! (BFP) , >s7V i $k%W 6 ft (CFP) , DsRED, ft^ 6 ft (RFP) H&m 
10 ^fr^LTfi, UtTOfcOiWtf 
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m&tLXn, *MM*8&J*SBI*ifc (Nucleic Acids Res. 10, 6487-6500, 1982) 

5 ft-cm j;9»*t<fi 15 r^®?^^T?fcu, jsic#*utt 10 rs/imft-c-fc 

^e^-^7°^K«s l^lOOfflOTS/gMCOVvt* ffiftt®^ ttftk If 

ia«wasia?ij»j:j;«j^fc$n5 dna x^w^^^hy^^^h^^^rrvN^ 

±IBODNA*s=— Ki-5^^<^tt, dna m±<o^zfW^—^B^M^ir^ 

20 -Tif— i ^a^©*ASjBtr, *WJIttft^^y^-tf— *v^5fc£#£v^. 
i©«t5**#tt, 3^, rixSSC,0.1%SDS,37°CjmS-Cfo!9, $F*L<I4 
ro.5xSSC,0.1%SDS,42°Cjg^-C*&'9, 3Efc»*t<»4ro.2xSSC,0.1%SDS,65 , CjS*T?fc 
5 0 ga^J#^l*im2SJtt<DaKy;s*i'*^^^ 

5 dna ttiKW#-§-i*fctt2lB«<Z)iftSEyUt«t«J^Stt5 dna <b^S]«v^l^i4 
25 JftvMilglttitt, 60%£U:<a*@im SF£L<tt75%£A±<DtBI*H4, ICl 

SUli 90%^±OTOtt, 4$fc95%£JLh©lSl^tfcHt1". 

VL-mp-YFP(VL mpfl^e^— <7°^K, YFPttH&it 
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2) BB3RI##-ilBR©«U£ffi3«JK^:9«*>S*i5 DNA X&Ztibfaffiftft DNA £:*hy 

^^hft^Txw^wx?-* dna s^rrssfc^ 

10 Tfc-5„ 

H18~1 Ot^JBWO^ 7 1 A O«5ft0Sr^i- o HI8};i^-f <fc #3693© 
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-iiat), ft^tttetoftfirf-liTOttSrSiWfcM* (Mi) £^T* 

JfctMsrttel/CWu »&«*©38S©tt*s «BJj&rti:»IJ!a^H:*3»t6»'a'aeK 
15 * — t^K^«-lt«tt^e**^*»fbiT*. 

20 yp^^yy^i^hPtf ^(POMC) tt % *ji©W»^-t*5^7°^K^ 

/WEVW/C, ACTH, /3y^hntV(/3LPH), a *5£tf 0 OSbivl^V 
(MSH) , aiV'^Ty^a^K^-f^fcO, POMC *^^tt^7°^K-©^J©fji^^ 
Mfc-**.*^?. ACTH ©«9ffil^^tU^«fiSa^^/K^7-fy©«l9mL 

0 44fe**fi&Wi:m3te«eK©»3toeStt^:t<CT*tt5*:«) % #3593© 
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m&ntcm£m&m$m&ftx£mw£#mmu$:mx, ^<(omm^nx^ 0 

15 tbZZbtefo\ 

mmmi 

^^A-ISft^CVargula Luciferase;;OT^ rVL}&tci$fVluclbmirZbfrhZ>) 
3fr&?- (Thompson, E. M., Nagata, S. & Tsuji, F. I. Cloning and expression of cDNA for 
the luciferase from the marine ostracod Vargula hilgendorfii. Proc Natl Acad Sci USA 
20 86, 6567-71 m9))RXf%ft?7V&*mgMn&%ftW&mEYFPm&*<D7? 

y/yhztf])*?— vmmfcfo (£*r pcr m) Kkixm^u m%mnmm^,m^ 

te^nft(oWZi\zmuth<DXhZ> 0 viuc & pcr mmrtzu. 7°7^-i (5- 

{HindW-Bs&X): 

25 CA CAAGCTTCCATTGTGCTGGA TGAAGATAATAATTCTGTCTGTTATATTGGC- 
3'; Zfyj-v— 2(5'-(5amHI): TG TGGATCC TTGACATTCAGGTGGTACTTCTAG-3') 
Vluc (D N mmzfflte^yZtt-S-U C «iC \m±=>h'y*m&U BamHI 
iMh^tri^-SS^J&^AUio -2f, EYFP <D PCRttl|>If*:/7.^'^-3(5 , - 
{Hinom-NoA-Banidl): 
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C AAGCTTGCGGCCGCAGGATCC GTGAGCAAGGGCGAGGAGCTGTTCAC-3'X 7 
y 4-7-4 (b'-(BstXl) T ACCATTGTGCTGGA TGGTGAGCAAGGGCGAGGAGCTG- 

eyfp <d n &&<Dmth=>vy&mmu BamHi t^hz^tsvyx-mm* n 

5 M&£nT:fo5 pE-BOS (S Mizushima & S Nagata pEF-BOS, a powerful mammalian 
expression vector. Nucleic Acids Research, Vol.18, No. 17 P.5322) <D Bsttt. (CfiJlB PCR 

mtmm*mymM^xmL^w-*ft$Lu p ef-bos viuc-eyfp t$>%u^ tut, 
io mA^smx'h^o 

%yt-%;%M&m€in3kfc* pef-bos viuc-eyfp & cos7 ummMJtt^h. 

'1k%WkaW 6 K Vluc-EYFP ^b^c^^3t^ Vluc tfc#, 
EYFP$iflcS:ffl.V>fc»>3^^i</PyhjSfel!:j:?)?ftBLfc. ®2fi Vluc, EYFP, Vluc-EYFP 

ft 63kDa) s EYFP (#^4 27kDa) Rt/ Vluc-EYFP 95kDa) . 

viuc-eyfp <DKBj^rt^)^m-e«x J:*)/h$v^wx©se»bf^e>nrv^^ % 

fctoti^Aotot^^btiS, Ifc^aEfilW^ttSStiS^^fes Cos7 *fflil&tf>1£ 
*SftSr«*Ufc, Jttt^L-C^»^^Sr»fc*VN^$W^ Rluc t EYFP 
20 Lfrk© Rluc-EYFP ^AttlSfcfc&Ut, !!3©i£ftilHgl(Cck5^ Rluc-EYFP ©gflfi 
M^M£m^S£Kj£#5©£#LT, Vluc-EYFP -Cfi^filWartUl/BJJf, 
Vluc-EYFP 31 £ St f3 Vluc ©J*o#»^-^fcPft&bT, ^ft, »£tt5-<!:« 

mxztzo towztiit viuc-eyfp <Dmytm&*mfei'td&^ bwojsk: viuc nmt 

JfctfcLT, »80%Sft©«*ett3& s fiy***tTV^fc o Et±©*M&^ Vluc-EYFP ft 
25 \%c©fto$gftgtef&&tf#Mt, $*Bafr©£#**^5*£«afrwfc 
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viuc-EYFP omytX'<?h/i'&mfel>ito m5X*7Flr&o\z2^><n%%7.'<?y/v<n\?~-? 
(B5-2))aHM«tfu 5*>-oi« W»o^(@5-D), o^tmi 
£ 460nm h-gcLtc, ^*ft*i|iJOt 0 -^fi^3tMeK^(7)m5fe^^^^^t:- 

C(D^;V^-^mnMm^ Vluc t EYFP £flP;iTk:fc#&V^mfltlg:L/c 0 iot, 

viuc-eyfp teftmi-m&m-h, &ftm&T&6%-&%w&m<Dx- 
io Hii#j4 

H^-^^Si-^^eKjt^Oy^-iH^J^ BamHI fSlJPSI^g|5&K2o£)-i:/ 
15 <^£J;t)^/i^~»3#A£;^^ 
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5 2. ^TO(l)~(6)roV^tl*^at^1-5fS*«ira^^SX^^ 

(D(^i8@^v^-3i^ge«) - est) ; 

(3) (K^I^vi^M® 6 S) - (^/i^-gM & » ; 
io (4) e fC) - e It) ; 

(5) (^^/p^^k) - aio-ca^vi^-sacat &m 

tcj:!9^^-#»j3s^$ij^^it*5i mb*w>**53 e ir. 
5. »3tseit^^*7---tf-e&5»**4ti:is*©df->9aeK 8 

7. ^)tgeit*SGFP, YFP, BFP, CFP, DsRED */c«RFPX*&6M*^6^|a 

8. E^#*ifc^&h*r$>'KE^*#-t-5 % »*5(i^iBii©^9aeit. 

10. ft*^9^|E^^y^u^K^tf^^~o 
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14. mm\HK^nm^mmmwi-mm(D^v-^^mx'h^x^ % 
^^^(c^^^b^^^^Tii^iira^oMg^mfr^^-rsxs, 

is. ?flBart(c^ttsitw^ms:Wi-s»/5^ ^e®«^«^ti5-r5^* 

15 W$.<0*feo 
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Fig. la 



pEF-BOS Vluc-EYFP 




Bst XI 3775 



Plasmid name : pEF-BOS Vluc-EYFP 
Plasmid size: 7 695 bp 
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SEQUENCE LISTING 
<110> NATIONAL INSTITUTE OF ADVANCED INDUSTRIAL SCIENCE AND 
TECHNOLOGY 

<120> Secreted or membrane-bound type chimera protein 

<130> P03-74 

<140> 

041> 

<160> 10 

<170> Patentln Ver. 2.1 
<210> 1 
<211> 2388 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> 

<221> CDS 

<222> (1).. (2388) 

<400> 1 

atg aag ata ata att ctg tct gtt ata ttg gcc tac .tgt gtc acc gac 48 
Met Lys lie lie lie Leu Ser Val lie Leu Ala Tyr Cys Val Thr Asp 
1 5 10 15 

aac tgt caa gat gca tgt cct gta gaa gcg gaa ccg cca tea agt aca 96 
Asn Cys Gin Asp Ala Cys Pro Val Glu Ala Glu Pro Pro Ser Ser Thr 
20 25 30 

cca aca gtt cca act tct tgt gaa get aaa gaa gga gaa tgt ata gat 144 
Pro Thr Val Pro Thr Ser Cys Glu Ala Lys Glu Gly Glu Cys lie Asp 
35 40 45 

acc aga tgc gca aca tgt aaa cga gat ata eta tea gat gga ctg tgt 192 
Thr Arg Cys Ala Thr Cys Lys Arg Asp lie Leu Ser Asp Gly Leu Cys 
SO 55 60 

gaa aat aaa cca ggg aag aca tgc tgt aga atg tgc cag tat gtg att 240 
Glu Asn Lys Pro Gly Lys Thr Cys Cys Arg Met Cys Gin Tyr Val lie 
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65 70 75 80 

gaa tgc aga gta gaa gca get ggt tat ttt aga acg ttt tac ggc aaa 288 

Glu Cys Arg Val Glu Ala Ala Gly Tyr Phe Arg Thr Phe Tyr Gly Lys 

85 90 95 

aga ttt aat ttt cag gaa cct ggt aaa tat gtg ctg get agg gga acc 336 

Arg Phe Asn Phe Gin Glu Pro Gly Lys Tyr Val Leu Ala Arg Gly Thr 

100 105 110 

aag ggt ggc gat tgg tct gta acc etc acc atg gag aat eta gat gga 384 

Lys Gly Gly Asp Trp Ser Val Thr Leu Thr Met Glu Asn Leu Asp Gly 

115 120 125 

cag aag gga get gtg ctg act aag aca aca ctg gag gtt gca gga gac 432 

Gin Lys Gly Ala Val Leu Thr Lys Thr Thr Leu Glu Val Ala Gly Asp 

130 135 140 

gta ata gac att act caa get act gca gat cct ate aca gtt aac gga 480 

Val lie Asp lie Thr Gin Ala Thr Ala Asp Pro lie Thr Val Asn Gly 

145 150 155 160 

gga get gac cca gtt ate get aac ccg ttc aca att ggt gag gtg acc 528 

Gly Ala Asp Pro Val lie Ala Asn Pro Phe Thr lie Gly Glu Val Thr 

165 170 175 

att get gtt gtt gaa ata ccg ggc ttc aat ate aca gtc ate gaa ttc 576 

He Ala Val Val Glu Me Pro Gly Phe Asn Me Thr Val lie Glu Phe 

180 185 190 

ttt aaa eta ate gtg att gat att ctg gga gga aga tct gtg aga att 624 

Phe Lys Leu Me Val Me Asp Me Leu Gly Gly Arg Ser Val Arg Me 

195 200 205 

get cca gac aca gca aac aaa gga ctg ata tct ggt ate tgt ggt aat 672 

Ala Pro Asp Thr Ala Asn Lys Gly Leu Me Ser Gly Me Cys Gly Asn 
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210 215 220 

ctg gag atg aat gac get gat gac ttt act aca gat gca gat cag ctg 720 

Leu Glu Met Asn Asp Ala Asp Asp Phe Thr Thr Asp Ala Asp Gin Leu 
225 230 235 240 

gcg ate caa ccc aac ata aac aaa gag tte gac ggc tgc cca ttc tat 768 

Ala He Gin Pro Asn He Asn Lys Glu Phe Asp Gly Cys Pro Phe Tyr 
245 250 255. 

ggc aat cct tct gat ate gaa tac tgc aaa ggt ctg atg gag cca tac 816 

Gly Asn Pro Ser Asp He Glu Tyr Cys Lys Gly Leu Met Glu Pro Tyr 

260 265 270 

aga get gta tgt cgt aac aat ate aac ttc tac tat tac act eta tec 864 

Arg Ala Val Cys Arg Asn Asn He Asn Phe Tyr Tyr Tyr Thr Leu Ser 

275 280 285 

tgt gee ttc get tac tgt atg gga gga gaa gaa aga get aaa cac gtc 912 

Cys Ala Phe Ala Tyr Cys Met Giy Gly Glu Glu Arg Ala Lys His Val 
290 295 300 

ctt ttc gac tat gtt gag aca tgc get gcg ccg gaa acg aga gga acg 960 

Leu Phe Asp Tyr Val Glu Thr Cys Ala Ala Pro Glu Thr Arg Gly Thr 
305 310 315 320 

tgt gtt tta tea gga cat act ttc tat gac aca ttc gac aaa gca aga 1008 

Cys Val Leu Ser Gly His Thr Phe Tyr Asp Thr Phe Asp Lys Ala Arg 
325 330 335 

tat caa ttc cag ggc cca tgc aag gag att ctg atg gee gca gac tgt 1056 

Tyr Gin Phe Gin Gly Pro Cys Lys Glu lie Leu Met Ala Ala Asp Cys 

340 345 350 

tac tgg aac aca tgg gat gta aag gtt tea cat aga gac gtc gaa tea 1104 

Tyr Trp Asn Thr Trp Asp Val Lys Val Ser His Arg Asp Val Glu Ser 
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355 360 365 

tac act gag gta gag aaa gta aca ate agg aaa cag tea act gta gta 1152 

Tyr Thr Glu Val Glu Lys Val Thr lie Arg Lys Gin Ser Thr Val Val 

370 375 380 

gat etc att gtg gat ggc aag cag gtc aag gtt gga gga gtg gat gta 1200 

Asp Leu lie Val Asp Gly Lys Gin Val Lys Val Gly Gly Val Asp Val 
385 390 395 400 

tct ate ccg tac age tct gag aac act tec ata tac tgg cag gat gga 1248 

Ser lie Pro Tyr Ser Ser Glu Asn Thr Ser lie Tyr Trp Gin Asp Gly 

405 410 415 

gac ate ctg acg acg gee ate eta cct gaa get ct t gtc gtt aag ttc 1296 

Asp lie Leu Thr Thr Ala lie Leu Pro Glu Ala Leu Val Val Lys Phe 

420 425 430 

aac ttt aag cag etc ctt gta gtt cat ate aga gat cca ttc gat gga 1344 

Asn Phe Lys Gin Leu Leu Val Val His lie Arg Asp Pro Phe Asp Gly 

435 440 445 

aag aca tgc ggc ata tgt ggt aac tat aat caa gat tea act gat gat 1392 

Lys Thr Cys Gly lie Cys Gly Asn Tyr Asn Gin Asp Ser Thr Asp Asp 

450 455 460 

ttc ttt gac gca gaa gga gca tgc get eta ace ccc aac ccc cca gga 1440 

Phe Phe Asp Ala Glu Gly Ala Cys Ala Leu Thr Pro Asn Pro Pro Gly 
465 470 475 480 

tgt aca gag gaa cag aaa cca gaa get gag cga ctt tgc aat aat etc 1488 

Cys Thr Glu Glu Gin Lys Pro Glu Ala Glu Arg Leu Cys Asn Asn Leu 

485 490 495 

ttt gat tct tct ate gac gag aaa tgt aat gtc tgc tac aag cct gac 1536 

Phe Asp Ser Ser lie Asp Glu Lys Cys Asn Val Cys Tyr Lys Pro Asp 
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500 



505 



510 



egg att gec cga tgt atg tac gag tat tgc ctg agg gga caa caa gga 
Arg He Ala Arg Cys Met Tyr Glu Tyr Cys Leu Arg Gly Gin Gin Gly 
515 520 525 



1584 



ttt tgt gac cat get tgg gag ttc aag aaa gaa tgc tac ata aaa cat 
Phe Cys Asp His Ala Trp Glu Phe Lys Lys Glu Cys Tyr He Lys His 
530 535 540 



1632 



gga gac act eta gaa gta cca cct gaa tgt caa gga tec gtg age aag 
Gly Asp Thr Leu Glu Val Pro Pro Glu Cys Gin Gly Ser Val Ser Lys 
545 550 555 560 



1680 



ggc gag gag ctg ttc acc ggg gtg gtg ccc ate ctg gtc gag ctg gac 
Gly Glu Glu Leu Phe Thr Gly Val Val Pro He Leu Val Glu Leu Asp 
565 570 575 



1726 



ggc gac gta aac ggc cac aag ttc age gtg tec ggc gag ggc gag ggc 
Gly Asp Val Asn Gly His Lys Phe Ser Val Ser Gly Glu Gly Glu Gly 
580 585 590 



1776 



gat gec acc tac ggc aag ctg acc ctg aag ttc ate tgc acc acc ggc 
Asp Ala Thr Tyr Gly Lys Leu Thr Leu Lys Phe lie Cys Thr Thr Gly 
595 600 605 



1824 



aag ctg ccc gtg ccc tgg ccc acc etc gtg acc acc ttc ggc tac ggc 1872 
Lys Leu Pro Val Pro Trp Pro Thr Leu Val Thr Thr Phe Gly Tyr Gly 
610 615 620 



ctg cag tgc ttc gec cgc tac ccc gac cac atg aag cag cac gac ttc 1920 
Leu Gin Cys Phe Ala Arg Tyr Pro Asp His Met Lys Gin His Asp Phe 
625 630 635 640 

ttc aag tec gee atg ccc gaa ggc tac gtc cag gag cgc acc ate ttc 1968 
Phe Lys Ser Ala Met Pro Glu Gly Tyr Val Gin Glu Arg Thr He Phe 
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645 650 655 

ttc aag gac gac ggc aac tac aag acc cgc gcc gag gtg aag ttc gag 2016 
Phe Lys Asp Asp Gly Asn Tyr Lys Thr Arg Ala Glu Val Lys Phe Glu 
660 665 670 

ggc gac acc ctg gtg aac cgc ate gag ctg aag ggc ate gac ttc aag 2064 
Gly Asp Thr Leu Val Asn Arg lie Glu Leu Lys Gly lie Asp Phe Lys 
675 680 685 

gag gac ggc aac ate ctg ggg cac aag ctg gag tac aac tac aac age 2112 
Glu Asp Gly Asn lie Leu Gly His Lys Leu Glu Tyr Asn Tyr Asn Ser 
690 695 700 

cac aac gtc tat ate atg gcc gac aag cag aag aac ggc ate aag gtg 2160 
His Asn Val Tyr lie Met Ala Asp Lys Gin Lys Asn Gly lie Lys Val 
705 710 715 720 

aac ttc aag ate cgc cac aac ate gag gac ggc age gtg cag etc gcc 2208 
Asn Phe Lys lie Arg His Asn I le Glu Asp Gly Ser Val Gin Leu Ala 
725 730 735 

gac cac tac cag cag aac acc ccc ate ggc gac ggc ccc gtg ctg ctg 2256 
Asp His Tyr Gin Gin Asn Thr Pro He Gly Asp Gly Pro Val Leu Leu 
740 745 750 

ccc gac aac cac tac ctg age tac cag tec gcc ctg age aaa gac ccc 2304 
Pro Asp Asn His Tyr Leu Ser Tyr Gin Ser Ala Leu Ser Lys Asp Pro 
755 760 765 

aac gag aag cgc gat cac atg gtc ctg ctg gag ttc gtg acc gcc gcc 2352 
Asn Glu Lys Arg Asp His Met Val Leu Leu Glu Phe Val Thr Ala Ala 
770 775 780 



ggg ate act etc ggc atg gac gag ctg tac aag taa 
Gly lie Thr Leu Gly Met Asp Glu Leu Tyr Lys 



2388 
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785 



790 



795 



<210> 2 
<211> 2505 
<212> DNA 

<213> chimeric protein 
<221> CDS 
<222> (1). . (2505) 
<400> 2 

atg aag ata ata att ctg tct gtt ata ttg gcc tac tgt gtc acc gac 48 
Met Lys lie lie lie Leu Ser Val lie Leu Ala Tyr Cys Val Thr Asp 
15 10 15 

aac tgt caa gat gca tgt cct gta gaa gcg gaa ccg cca tea agt aca 96 
Asn Cys Gin Asp Ala Cys Pro Val Glu Ala Glu Pro Pro Ser Ser Thr 
20 25 30 

cca aca gtt cca act tct tgt gaa get aaa gaa gga gaa tgt ata gat 144 
Pro Thr Val Pro Thr Ser Cys Glu Ala Lys Glu Gly Glu Cys He Asp 
35 40 45 

acc aga tgc gca aca tgt aaa cga gat ata eta tea gat gga ctg tgt 192 
Thr Arg Cys Ala Thr Cys Lys Arg Asp lie Leu Ser Asp Gly Leu Cys 
50 55 60 

gaa aat aaa cca ggg aag aca tgc tgt aga atg tgc cag tat gtg att 240 
Glu Asn Lys Pro Gly Lys Thr Cys Cys Arg Met Cys Gin Tyr Val lie 
65 70 75 80 

gaa tgc aga gta gaa gca get ggt tat ttt aga acg ttt tac ggc aaa 288 
Glu Cys Arg Val Glu Ala Ala Gly Tyr Phe Arg Thr Phe Tyr Gly Lys 
85 90 95 

aga ttt aat ttt cag gaa cct ggt aaa tat gtg ctg get agg gga acc 336 
Arg Phe Asn Phe Gin Glu Pro Gly Lys Tyr Val Leu Ala Arg Gly Thr 
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100 105 110 

aag ggt ggc gat tgg tct gta acc etc acc atg gag aat eta gat gga 384 
Lys Gly Gly Asp Trp Ser Val Thr Leu Thr Met Glu Asn Leu Asp Gly 
. 115 120 125 

cag aag gga get gtg ctg act aag aca aca ctg gag gtt gca gga gac 432 
Gin Lys Gly Ala Val Leu Thr Lys Thr Thr Leu Glu Val Ala Gly Asp 
130 135 140 

gta ata gac att act caa get act gca gat cct ate aca gtt aac gga 480 
Val Me Asp lie Thr Gin Ala Thr Ala Asp Pro He Thr Val Asn Gly 
145 150 155 160 

gga get gac cca gtt ate get aac ccg ttc aca att ggt gag gtg acc 528 
Gly Ala Asp Pro Val lie Ala Asn Pro Phe Thr He Gly Glu Val Thr 
165 170 175 

att get gtt gtt gaa ata ccg ggc ttc aat ate aca gtc ate gaa ttc 576 
He Ala Val Val Glu lie Pro Gly Phe Asn He Thr Val lie Glu Phe 
180 185 190 

ttt aaa eta ate gtg att gat att ctg gga gga aga tct gtg aga att 624 
Phe Lys Leu lie Val lie Asp He Leu Gly Gly Arg Ser Val Arg lie 
195 200 205 

get cca gac aca gca aac aaa gga ctg ata tct ggt ate tgt ggt aat 672 
Ala Pro Asp Thr Ala Asn Lys Gly Leu He Ser Gly He Cys Gly Asn 
210 215 220 

ctg gag atg aat gac get gat gac ttt act aca gat gca gat cag ctg 720 
Leu Glu Met Asn Asp Ala Asp Asp Phe Thr Thr Asp Ala Asp Gin Leu 
225 230 235 240 

gcg ate caa ccc aac ata aac aaa gag ttc gac ggc tgc cca ttc tat 768 
Ala lie Gin Pro Asn lie Asn Lys Glu Phe Asp Gly Cys Pro Phe Tyr 
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245 250 255 

ggc aat cct tct gat ate gaa tac tgc aaa ggt ctg atg gag cca tac 816 
Gly Asn Pro Ser Asp lie Glu Tyr Cys Lys Gly Leu Met Glu Pro Tyr 
260 265 270 

aga get gta tgt cgt aac aat ate aac ttc tac tat tac act eta tec 864 
Arg Ala Val Cys Arg Asn Asn lie Asn Phe Tyr Tyr Tyr Thr Leu Ser 
275 280 285 

tgt gec ttc get tac tgt atg gga gga gaa gaa aga get aaa cac gtc 912 
Cys Ala Phe Ala Tyr Cys Met Gly Gly Glu Glu Arg Ala Lys His Val 
290 295 300 

ctt ttc gac tat gtt gag aca tgc get gcg ccg gaa acg aga gga acg 960 
Leu Phe Asp Tyr Val Glu Thr Cys Ala Ala Pro Glu Thr Arg Gly Thr 
305 310 1 315 320 

tgt gtt tta tea gga cat act ttc tat gac aca ttc gac aaa gca aga 1008 
Cys Val Leu Ser Gly His Thr Phe Tyr Asp Thr Phe Asp Lys Ala Arg 
325 330 335 

tat caa ttc cag ggc cca tgc aag gag att ctg atg gee gca gac tgt 1056 
Tyr Gin Phe Gin Gly Pro Cys Lys Glu lie Leu Met Ala Ala Asp Cys 
340 345 350 

tac tgg aac aca tgg gat gta aag gtt tea cat aga gac gtc gaa tea 1104 
Tyr Trp Asn Thr Trp Asp Val Lys Val Ser His Arg Asp Val Glu Ser 
355 360 365 

tac act gag gta gag aaa gta aca ate agg aaa cag tea act gta gta 1152 
Tyr Thr Glu Val Glu Lys Val Thr lie Arg Lys Gin Ser Thr Val Val 
370 375 380 

gat etc att gtg gat ggc aag cag gtc aag gtt gga gga gtg gat gta 1200 
Asp Leu lie Val Asp Gly Lys Gin Val Lys Val Gly Gly Val Asp Val 
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385 390 395 400 

tct ate ccg tac age tct gag aac act tec ata tac tgg cag gat gga 1248 
Ser Me Pro Tyr Ser Ser Glu Asn Thr Ser lie Tyr Trp Gin Asp Gly 
405 410 415 

gac ate ctg acg acg gee ate eta cct gaa get ctt gtc gtt aag ttc 1296 
Asp lie Leu Thr Thr Ala He Leu Pro Glu Ala Leu Val Val Lys Phe 
420 425 430 

aac ttt aag cag etc ctt gta gtt cat ate aga gat cca ttc gat gga 1344 
Asn Phe Lys Gin Leu Leu Val Val His He Arg Asp Pro Phe Asp Gly 
435 440 445 

aag aca tgc ggc ata tgt ggt aac tat aat caa gat tea act gat gat 1392 
Lys Thr Cys Gly He Cys Gly Asn Tyr Asn Gin Asp Ser Thr Asp Asp 
450 455 460 

ttc ttt gac gca gaa gga gca tgc get eta acc ccc aac ccc cca gga 1440 
Phe Phe Asp Ala Glu Gly Ala Cys Ala Leu Thr Pro Asn Pro Pro Gly 
465 470 475 480 

tgt aca gag gaa cag aaa cca gaa get gag cga ctt tgc aat aat etc 1488 
Cys Thr Glu Glu Gin Lys Pro Glu Ala Glu Arg Leu Cys Asn Asn Leu 
485 490 495 

ttt gat tct tct ate gac gag aaa tgt aat gtc tgc tac aag cct gac 1536 
Phe Asp Ser Ser lie Asp Glu Lys Cys Asn Val Cys Tyr Lys Pro Asp 
500 505 510 

egg att gec cga tgt atg tac gag tat tgc ctg agg gga caa caa gga 1584 
Arg He Ala Arg Cys Met Tyr Glu Tyr Cys Leu Arg Gly Gin Gin Gly 
515 520 525 

ttt tgt gac cat get tgg gag ttc aag aaa gaa tgc tac ata aaa cat 1632 
Phe Cys Asp His Ala Trp Glu Phe Lys Lys Glu Cys Tyr lie Lys His 
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530 535 540 

gga gac act eta gaa gta cca cct gaa tgt caa gga tec aca gag ccc 1680 

Gly Asp Thr Leu Glu Val Pro Pro Glu Cys Gin Gly Ser Thr Glu Pro 
545 550 555 560 



ggc ctg gag gag gtg ggg gag att gag cag aaa cag ctg cag aag egg 
Gly Leu Glu Gfu Val Gly Glu lie Glu Gin Lys Gin Leu Gin Lys Arg 
565 570 575 



1728 



ttc ggg ggc ttc ace ggg gee egg aag teg gec egg aag ttg gee aac 
Phe Gly Gly Phe Thr Gly Ala Arg Lys Ser Ala Arg Lys Leu Ala Asn 
580 585 590 



1776 



cag gga tec gtg age aag ggc gag gag ctg ttc aec ggg gtg gtg ccc 
Gin Gly Ser Val Ser Lys Gly Glu Glu Leu Phe Thr Gly Val Val Pro 
595 600 605 



1824 



ate ctg gtc gag ctg gac ggc gac gta aac ggc cac aag ttc age gtg 1872 
Me Leu Val Glu Leu Asp Gly Asp Val Asn Gly His Lys Phe Ser Val 
610 615 620 



tec ggc gag ggc gag ggc gat gee ace tac ggc aag ctg aec ctg aag 1920 
Ser Gly Glu Gly Glu Gly Asp Ala Thr Tyr Gly Lys Leu Thr Leu Lys 
625 630 635 

ttc ate tgc ace ace ggc aag ctg ccc gtg ccc tgg ccc aec etc gtg 1968 
Phe lie Cys Thr Thr Gly Lys Leu Pro Val Pro Trp Pro Thr Leu Val 
640 645 650 655 

aec aec ttc ggc tac ggc ctg cag tgc ttc gec cgc tac ccc gac cac 2016 
Thr Thr Phe Gly Tyr Gly Leu Gin Cys Phe Ala Arg Tyr Pro Asp His 
660 665 670 



atg aag cag cac gac ttc ttc aag tec gee atg ccc gaa ggc tac gtc 
Met Lys Gin His Asp Phe Phe Lys Ser Ala Met Pro Glu Gly Tyr Val 



2064 
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675 680 685 

cag gag cgc acc ate ttc ttc aag gac gac ggc aac tac aag acc cgc 2112 
Gin Glu Arg Thr lie Phe Phe Lys Asp Asp Gly Asn Tyr Lys Thr Arg 
690 695 700 



gec gag gtg aag ttc gag ggc gac acc 
Ala Glu Val Lys Phe Glu Gly Asp Thr 
705 710 

aag ggc ate gac ttc aag gag gac ggc 
Lys Gly lie Asp Phe Lys Glu Asp Gly 
720 725 



ctg gtg aac cgc ate gag ctg 2160 
Leu Val Asn Arg lie Glu Leu 
715 

aac ate ctg ggg cac aag ctg 2208 
Asn lie Leu Gly His Lys Leu 
730 735 



gag tac aac tac aac age cac aac gtc tat ate atg gec gac aag cag 2256 
Glu Tyr Asn Tyr Asn Ser His Asn Val Tyr lie Met Ala Asp Lys Gin 
740 745 750 

aag aac ggc ate aag gtg aac ttc aag ate cgc cac aac ate gag gac 2304 
Lys Asn Gly lie Lys Val Asn Phe Lys lie Arg His Asn lie Glu Asp 
755 760 765 

ggc age gtg cag etc gec gac cac tac cag cag aac acc ccc ate ggc 2352 
Gly Ser Val Gin Leu Ala Asp His Tyr Gin Gin Asn Thr Pro lie Gly 
770 775 780 

gac ggc ccc gtg ctg ctg ccc gac aac cac tac ctg age tac cag tec 2400 
Asp Gly Pro Val Leu Leu Pro Asp Asn His Tyr Leu Ser Tyr Gin Ser 
785 790 795 

gec ctg age aaa gac ccc aac gag aag cgc gat cac atg gtc ctg ctg 2448 
Ala Leu Ser Lys Asp Pro Asn Glu Lys Arg Asp His Met Val Leu Leu 
800 805 810 815 



gag ttc gtg acc gee gee ggg ate act etc ggc atg gac gag ctg tac 2496 
Glu Phe Val Thr Ala Ala Gly He Thr Leu Gly Met Asp Glu Leu Tyr 
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820 825 830 

aag taa 2505 
Lys 

<210> 3 

<211> 2505 

<212> DNA 

<213> 

<221> CDS 

<222> (1).. (2505) 

<400> 3 

ate aag ata ata att ctg tct gtt ata ttg gcc tac tgt gtc acc gac 48 
Met Lys lie lie lie Leu Ser Val lie Leu Ala Tyr Cys ValThr Asp 
1 5 10 15 

aac tgt caa gat gca tgt cct gta gaa gcg gaa ccg cca tea agt aca 96 
Asn Cys Gin Asp Ala Cys Pro Val Glu Ala Glu Pro Pro Ser Ser Thr 
20 25 30 

cca aca gtt cca act tct tgt gaa get aaa gaa gga gaa tgt ata gat 144 
Pro Thr Val Pro Thr Ser Cys Glu Ala Lys Glu Gly Glu Cys lie Asp 
35 40 45 

acc aga tgc gca aca tgt aaa cga gat ata eta tea gat gga ctg tgt 192 
Thr Arg Cys Ala Thr Cys Lys Arg Asp lie Leu Ser Asp Gly Leu Cys 
50 55 60 

gaa aat aaa cca ggg aag aca tgc tgt aga atg tgc cag tat gtg att 240 
Glu Asn Lys Pro Gly Lys Thr Cys Cys Arg Met Cys Gin Tyr Val lie 
65 70 75 80 

gaa tgc aga gta gaa gca get ggt tat ttt aga acg ttt tac ggc aaa 288 
Glu Cys Arg Val Glu Ala Ala Gly Tyr Phe Arg Thr Phe Tyr Gly Lys 
85 90 95 
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aga ttt aat ttt cag gaa cct ggt aaa tat gtg ctg get agg gga acc 336 

Arg Phe Asn Phe Gin Glu Pro Gly Lys Tyr Val Leu Ala Arg Gly Thr 

100 105 110 

aag ggt ggc gat tgg tct gta acc etc acc atg gag aat eta gat gga 384 
Lys Gly Gly Asp Trp Ser Val Thr Leu Thr Met Glu Asn Leu Asp Gly 
115 120 125 

cag aag gga get gtg ctg act aag aca aca ctg gag gtt gca gga gac 432 
Gin Lys Gly Ala Val Leu Thr Lys Thr Thr Leu Glu Val Ala Gly Asp 
130 135 140 

gta ata gac att act caa get act gca gat cct ate aca gtt aac gga 480 
"Val lie Asp lie Thr Gin Ala Thr Ala Asp Pro lie Thr Val Asn Gly 
145 150 155 160 

gga get gac cca gtt ate get aac ccg ttc aca att ggt gag gtg acc 528 
Gly Ala Asp Pro Val lie Ala Asn Pro Phe Thr He Gly Glu Val Thr 
165 170 175 

att get gtt gtt gaa ata ccg ggc ttc aat ate aca gtc ate gaa ttc 576 
He Ala Val Val Glu lie Pro Gly Phe Asn lie Thr Val He Glu Phe 
180 185 190 

ttt aaa eta ate gtg att gat att ctg gga gga aga tct gtg aga att 624 
Phe Lys Leu lie Val lie Asp lie Leu Gly Gly Arg Ser Val Arg lie 
195 200 205 

get cca gac aca gca aac aaa gga ctg ata tct ggt ate tgt ggt aat 672 
Ala Pro Asp Thr Ala Asn Lys Gly Leu He Ser Gly lie Cys Gly Asn 
210 215 220 



ctg gag atg aat gac get gat gac ttt act aca gat gca gat cag ctg 
Leu Glu Met Asn Asp Ala Asp Asp Phe Thr Thr Asp Ala Asp Gin Leu 
225 230 235 240 
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gcg ate caa ccc aac ata aac aaa gag ttc gac ggc tgc cca ttc tat 768 

Ala lie Gin Pro Asn Me Asn Lys Glu Phe Asp Gly Cys Pro Phe Tyr 
245 250 255 

ggc aat cct tct gat ate gaa tac tgc aaa ggt ctg atg gag cca tac 816 

Gly Asn Pro Ser Asp lie Glu Tyr Cys Lys Gly Leu Met Glu Pro Tyr 

260 265 270 



aga get gta tgt cgt aac aat ate aac ttc tac tat tac act eta tec 864 
Arg Ala Val Cys Arg Asn Asn lie Asn Phe Tyr Tyr Tyr Thr Leu Ser 
275 280 285 

tgt gee ttc get tac tgt atg gga gga gaa gaa aga get .aaa cac gtc 912 
Cys Ala Phe Ala Tyr Cys Met Gly Gly Glu Glu Arg Ala Lys His Val 
290 295 300 

ctt ttc gac tat gtt gag aca tgc get gcg ccg gaa acg aga gga acg 960 
Leu Phe Asp Tyr Val Glu Thr Cys Ala Ala Pro Glu Thr Arg Gly Thr 
* 305 310 315 320 

tgt gtt tta tea gga cat act ttc tat gac aca ttc gac aaa gca aga 1008 
Cys Val Leu Ser Gly His Thr Phe Tyr Asp Thr Phe Asp Lys Ala Arg 
325 330 335 

tat caa ttc cag ggc cca tgc aag gag att ctg atg gec gca gac tgt 1056 
Tyr Gin Phe Gin Gly Pro Cys Lys Glu lie Leu Met Ala Ala Asp Cys 
340 345 350 

tac tgg aac aca tgg gat gta aag gtt tea cat aga gac gtc gaa tea 1104 
Tyr Trp Asn Thr Trp Asp Val Lys Val Ser His Arg Asp Val Glu Ser 
355 360 365 



tac act gag gta gag aaa gta aca ate agg aaa cag tea act gta gta 
Tyr Thr Glu Val Glu Lys Val Thr 'lie Arg Lys Gin Ser Thr Val Val 
370 375 380 
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gat etc at t gtg gat ggc aag cag gtc aag gtt gga gga gtg gat gta 1200 

Asp Leu Me Val Asp Gly Lys Gin Va! Lys Val Gly Gly Val Asp Val 
385 390 395 400 

tct ate ccg tac age tct gag aae act tec ata tac tgg cag gat gga 1248 
Ser lie Pro Tyr Ser Ser Glu Asn Thr Ser lie Tyr Trp Gin Asp Gly 
405 410 415 

gac ate ctg acg acg gee ate eta cct gaa get ctt gtc gtt aag ttc 1296 
Asp lie Leu Thr Thr Ala lie Leu Pro Glu Ala Leu Val Val Lys Phe 
420 425 430 

aac ttt aag cag etc ctt gta gtt cat ate aga gat cca ttc gat gga 1344 
Asn Phe Lys Gin Leu Leu Val Val His lie Arg Asp Pro Phe Asp Gly 
435 440 445 

aag aca tgc ggc ata tgt ggt aac tat aat caa gat tea act gat gat 1392 
Lys Thr Cys Gly lie Cys Gly Asn Tyr Asn Gin Asp Ser Thr Asp Asp 
450 455 460 

ttc ttt gac gca gaa gga gca tgc get eta acc ccc aac ccc cca gga 1440 
Phe Phe Asp Ala Glu Gly Ala Cys Ala Leu Thr Pro Asn Pro Pro Gly 
465 470 475 480 

tgt aca gag gaa cag aaa cca gaa get gag cga ctt tgc aat aat etc 1488 
Cys Thr Glu Glu Gin Lys Pro Glu Ala Glu Arg Leu Cys Asn Asn Leu 
485 490 495 

ttt gat tct tct ate gac gag aaa tgt aat gtc tgc tac aag cct gac 1536 
Phe Asp Ser Ser lie Asp Glu Lys Cys Asn Val Cys Tyr Lys Pro Asp 
500 505 510 

egg att gee cga tgt atg tac gag tat tgc ctg agg gga caa caa gga 1584 
Arg He Ala Arg Cys Met Tyr Glu Tyr Cys Leu Arg Gly Gin Gin Gly 
515 520 525 
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ttt tgt gac cat get tgg gag ttc aag aaa gaa tgc tac ata aaa cat 1632 
Phe Cys Asp His Ala Trp Glu Phe Lys Lys Glu Cys Tyr Me Lys His 
530 535 540 

gga gac act eta gaa gta cca cct gaa tgt caa gga tec ctg gtt ggc 1680 
Gly Asp Thr Leu Glu Val Pro Pro Glu Cys Gin Gly Ser Leu Val Gly 
545 550 555 560 

caa ctt ccg ggc cga ctt ccg ggc ccc ggt gaa gee ccc gaa ccg ctt 1728 
Gin Leu Pro Gly Arg Leu Pro Gly Pro Gly Glu Ala Pro Glu Pro Leu 
565 570 575 

ctg cag ctg ttt ctg etc aat etc ccc cac etc etc cag gee ggg etc 1776 
Leu Gin Leu Phe Leu Leu Asn Leu Pro His Leu Leu Gin Ala Gly Leu 
580 585 590 

tgt gga tec gtg age aag ggc gag gag ctg ttc ace ggg gtg gtg ccc 1824 
Cys G!y Ser Val Ser Lys Gly Glu Glu Leu Phe Thr Gly Val Val Pro 
595 600 605 

ate ctg gtc gag ctg gac ggc gac gta aac ggc cac aag ttc age gtg 1872 
lie Leu Val Glu Leu Asp Gly Asp Val Asn Gly His Lys Phe Ser Val 
610 615 620 

tec ggc gag ggc gag ggc gat gee ace tac ggc aag ctg ace ctg aag 1920 
Ser Gly Glu Gly Glu Gly Asp Ala Thr Tyr Gly Lys Leu Thr Leu Lys 
625 630 635 

ttc ate tgc acc acc ggc aag ctg ccc gtg ccc tgg ccc ace etc gtg 1968 
Phe I le Cys Thr Thr Gly Lys Leu Pro Val Pro Trp Pro Thr Leu Val 
640 645 650 655 

acc acc ttc ggc tac ggc ctg cag tgc ttc gee cgc tac ccc gac cac 2016 
Thr Thr Phe Gly Tyr Gly Leu Gin Cys Phe Ala Arg Tyr Pro Asp His 
660 665 670 
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atg aag cag cac gac ttc ttc aag tec gec atg ccc gaa ggc tac gtc 2064 

Met Lys Gin His Asp Phe Phe Lys Ser Ala Met Pro Glu Gly Tyr Vai 

675 680 685 

cag gag cgc acc ate ttc ttc aag gac gac ggc aac tac aag acc cgc 2112 

Gin Glu Arg Thr Me Phe Phe Lys Asp Asp Gly Asn Tyr Lys Thr Arg 

690 695 700 

gec gag gtg aag ttc gag ggc gac acc ctg gtg aac cgc ate gag ctg 2160 
Ala Glu Val Lys Phe Glu Gly Asp Thr Leu Val Asn Arg lie Glu Leu 
705 710 715 

aag ggc ate gac ttc aag gag gac ggc aac ate ctg ggg cac aag ctg 2208 
Lys Gly lie Asp Phe Lys Glu Asp Gly Asn lie Leu Gly His Lys Leu 
720 725 730 735 

gag tac aac tac aac age cac aac gtc tat ate atg gec gac aag cag 2256 
Glu Tyr Asn Tyr Asn Ser His Asn Val Tyr lie Met Ala Asp Lys Gin 
740 745 750 

aag aac ggc ate aag gtg aac ttc aag ate cgc cac aac ate gag gac 2304 
Lys Asn Gly Me Lys Val Asn Phe Lys Me Arg His Asn Me Glu Asp 
755 760 765 

ggc age gtg cag etc gee gac cac tac cag cag aac acc ccc ate ggc 2352 
Gly Ser Val Gin Leu Ala Asp His Tyr Gin Gin Asn Thr Pro Me Gly 
770 775 780 



gac ggc ccc gtg ctg ctg ccc gac aac cac tac ctg age tac cag tec 2400 
Asp Gly Pro Val Leu Leu Pro Asp Asn His Tyr Leu Ser Tyr Gin Ser 
785 790 795 



gee ctg age aaa gac ccc aac gag aag 
Ala Leu Ser Lys Asp Pro Asn Glu Lys 
800 805 



cgc gat cac atg gtc ctg ctg 
Arg Asp His Met Val Leu Leu 
810 815 
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gag ttc gtg acc gcc gcc ggg ate act etc ggc atg gac gag ctg tac 2496 
Glu Phe Val Thr Ala Ala Gly lie Thr Leu Gly Met Asp Glu Leu Tyr 
820 825 830 

aag taa 2505 
Lys 



<210> 4 
<211> 40 
<212> PRT 

<213> Insertion peptide 
<400> 4 

Gly Ser Thr Glu Pro Gly Leu Glu Glu Val Gly Glu He Glu Gin Lys 
1 5 10 15 

Gin Leu Gin Lys Arg Phe Gly Gly Phe Thr Gly Ala Arg Lys Ser Ala 
20 25 30 

Arg Lys Leu Ala Asn Gin Gly Ser 
35 40 

<210> 5 
<211> 40 
<212> PRT 

<213> Insertion peptide 
<400> 5 

Gly Ser Leu Val Gly Gin Leu Pro Gly Arg Leu Pro Gly Pro Gly Glu 
15 10 15 

Ala Pro Glu Pro Leu Leu Gin Leu Phe Leu Leu Asn Leu Pro His Leu 
20 25 30 

Leu Gin Ala Gly Leu Cys Gly Ser 
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35 40 

<210> 6 
<211> 53 
<212> DNA 
<213>primer 1 
<400> 6 

cacaagcttc cattgtgctg gatgaagata ataattctgt ctgttatatt ggc 

<210> 7 
<211> 33 
<212> DNA 
<213>primer 2 
<400> 7 

tgtggatcct tgacattcag gtggtacttc tag 
<210> 8 
<211> 48 
<212> DNA 
<213>prmer 3 
<400> 8 

caagcttgcg gccgcaggat ccgtgagcaa gggcgaggag ctgttcac 

<210> 9 
<211> 38 
<212> DNA 
<213>priraer 4 
<400> 9 

taccattgtg ctggatggtg agcaagggcg aggagctg 

<210> 10 
<211> 16 
<212> PRT 
<213> mammal ian 
<400> 10 

Ser Glu Gin Lys Gin Leu Gin Lys Arg Phe Gly Gly Phe Thr Gly Gly 
15 10 15 
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